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Discovery of microRNAs: A Revolution in Gene Regulation
—The 2024 Nobel Prize in Physiology or Medicine

Xueman Chen Erwei Song”

Sun Yat-sen Memorial Hospital » Sun Yat-sen University sGuangzhou 510120

Abstract The discovery of microRNAs (miRNAs) marks a new phase in molecular biology. The 2024
Nobel Prize in Physiology or Medicine was awarded to Victor Ambros and Gary Ruvkun in recognition of
their pioneering research on miRNAs. Currently, non-coding RNA research has become the forefront of
life sciences in the post-genomic era, leading the development of contemporary life science research. China
has made significant breakthroughs in the field of miRNA, aligning its research efforts with international
advancements. This article presents the fundamental background of the initial discovery of miRNAs,
analyzes the deeper reasons for the Nobel Prize recognition, and highlights the significant impact of this
research on human understanding and technological progress. Additionally, it focuses on domestic research
achievements, current status, and gaps in this field, while exploring future development trends and

research directions.

Keywords microRNA; gene regulation; RNA interference; RNA targeted therapy
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